Historical biogeography of Trigonopterus weevils inferred from model-based analysis. The Bayesian phylogeny was dated using the emergence of New Guinea at 30 Ma (analysis 1). The chronogram is presenting the median divergence time estimates resulting from the BEAST analysis. Ancestral areas were inferred using a DEC+J+x model. The distribution of each taxon is given in a geographical matrix on the right side of the chronogram with colours as coded in the inset. Coloured pie-charts indicate the likelihood of ancestral areas as recovered at each node. Nodes referred to in the text are marked by letters A to O. 9999  9999  9999  9999  9999  0  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  0  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  0  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  0  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  9999  0  9999  9999  9999  1374  1498  1071  2699  9999  9999  9999  9999 
